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   Band Edman degradation result
Cluster 
match1 Tissue2 Putative function

1-LOB TKstQKiCvL 140 B lectin
1-LOB GKhpPKiQVA/DLPxLE 24/433 T troponin T/myosin
1-LOB NTPlLE/DTDtLE 184/35 T/B unknown
1-LOB DVPpLE/DKDaLE 260/222 T/B chaperone
2-LOH SVVEKKkNtnK 278 B chaperone/endopeptidase
2-LOH SAVGKKtvnRV 263 T cytochrome P450
3-LOH GKSXYKIXVASXYLKAXQ - - -
4-LOH SXIQND - - -
5-LOH TAXIEDN - - -
6-LOH TAPIXQXKVL - - -
7-LOB SHqKLQhFLK 104 B pheromone binding protein
7-LOB DHDILpsCLR 364 T ubiquitin-ligase
8-LOB/LOH/LOC TETDLQRILRdgNDqFtaKM 42 T serpin
8-LOH FHYFGHEYDRTALGDAIdKA 247 T serpin
9-LOB TETIAQDy 371 T laminin
9-LOB VPVEKlPVlKSQ / 

aGVErsVIlGDQ / 
37/262 B hemolin/endopeptidase

10-LOT NEDLLQ 338 B unknown
11-LOB VEgEAEDPsKNdeS / 

gGTEAaFGdwPwMVyI
12 B trypsin

12-LOH SENQVQNIVTDQNINLAKQV - - -
13-LOH SHAFXVNDVXXEQ - - -
14-LOH NVGFDVSIQEVPXA - - -
15-LOB APAPDaAc 469 T unknown
16-LOB TVlKDlAK / AVkEAkAK 129/221 T lectin/ribosomal protein
17-LOC DVGQSVXXLXQ - - -
18 DIEIPNdKREQLKqILTeQc 352 T hemolymph glycoprotein
19 T/LOH/LOC DVVIDGAcPDMKAVSKFDMN 37/1 T/B lipocalin
20 T/LOH/LOC EENELIGSGHLIATFPRLQK 375 T transferrin
21 SEQYTNKYDNTNLDEILGND 22 B chemosensory protein
21-LOT SLYYSNepy 288 B unknown
21-LOT fVKYTsQyD/ALYeTiQgD 203/494 T unknown
22-LOB/LOH DENYTTENDXVDIEAVVKDP - - -
23-LOH DvNLTNLkAQAArQrAcL 333 B protease inhibitor

C MqIFVKTLT 451/352 T/B ubiquitin
SkSYErLEVtVTel 433 T myosin

m cDNA library, see Table 1
 in the cDNA library, T: tegument, B: bristle
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